This article presents experimental data describing the morphology and the cell wall monosaccharide content of rosettes and flower stems of five Arabidopsis thaliana ecotypes grown at two contrasted temperatures. Besides, cell wall polysaccharides are reconstructed from data of monosaccharide quantification. The well-described and sequenced Columbia (Col) ecotype and four newly-described Pyrenees ecotypes (Durufl e et al., 2019) have been grown at two different temperatures (15 C and 22 C). For macrophenotyping, we provide dataset regarding (i) rosettes such as measurement of diameter and fresh mass as well as number of leaves just before bolting and (ii) floral stems at the first flower stage such as length, number of cauline leaves, mass and diameter at its base. Regarding cell wall composition, we provide data of quantification of seven monosaccharides and the reconstruction three polysaccharides. All these data are markers to differentiate both growth temperatures and the different ecotypes. They constitute a valuable resource for the community to study the adaptation of A. thaliana ecotypes to sub-optimal temperature growth conditions.
a b s t r a c t
This article presents experimental data describing the morphology and the cell wall monosaccharide content of rosettes and flower stems of five Arabidopsis thaliana ecotypes grown at two contrasted temperatures. Besides, cell wall polysaccharides are reconstructed from data of monosaccharide quantification. The well-described and sequenced Columbia (Col) ecotype and four newly-described Pyrenees ecotypes (Durufl e et al., 2019) have been grown at two different temperatures (15 C and 22 C). For macrophenotyping, we provide dataset regarding (i) rosettes such as measurement of diameter and fresh mass as well as number of leaves just before bolting and (ii) floral stems at the first flower stage such as length, number of cauline leaves, mass and diameter at its base. Regarding cell wall composition, we provide data of quantification of seven monosaccharides and the reconstruction three polysaccharides. All these data are markers to differentiate both growth temperatures and the different ecotypes. They constitute a valuable resource for the community to study the adaptation of A. thaliana ecotypes to sub-optimal temperature growth conditions. © 2019 Published by Elsevier Inc. This is an open access article under the CC BY-NC-ND license (http://creativecommons.org/ licenses/by-nc-nd/4.0/).
Data
We report on several rosettes and floral stems phenotyping datasets of five ecotypes of the model plant Arabidopsis thaliana grown at two different temperatures. Four kinds of data are reported: macrophenotyping datasets of rosettes and floral stems (Supplementary file 1) , raw data of cell wall monosaccharide quantification (Supplementary file 2), total cell wall monosaccharide quantification using raw data (Supplementary file 3), and cell wall polysaccharide reconstruction using total monosaccharide quantification (Supplementary file 4). Data are provided as Supplementary files and their contents are described in the section "2.5. Data organization".
Experimental design, materials, and methods

Plant material
Datasets from five ecotypes of the annual plant A. thaliana have been obtained: on the one hand, Grip, Hosp, Hern, Roch which are living between 700 m and 1400 m in altitude in the Pyrenees mountains [1] ; on the other hand, the already well-described Columbia (Col) originating from Poland where it used to live at 200 m in altitude (EFO_0005147, Versailles Arabidopsis Stock Centre number: 186AV). Seeds were sowed in Jiffy-7 ® peat pellets (Jiffy International, Kristiansand, Norway Value of the data The datasets include large sets of rosettes and floral stem morphological description of five A. thaliana ecotypes at two growth temperatures, the quantification of seven monosaccharides and the reconstruction of three polysaccharides of the cell wall. The phenotyping data obtained from the four newly identified A. thaliana altitudinal ecotypes from the French Pyrenees mountains will be useful as reference to investigate further local adaptation. The data can be used to study the impact of sub-optimal temperature growth conditions on A. thaliana development. The data can also be used to study the natural morphological or molecular variations in rosettes or floral stems in responses to changes in growth temperature conditions. weeks later for all the ecotypes grown at 15 C. In total, 15e22 rosettes and 10e20 floral stems from three independent biological replicates have been pooled for the molecular analyses.
Macrophenotyping
Rosettes and floral stems phenotyping datasets were collected at the time of sampling. Diameter and fresh mass of rosettes were measured and the number of leaves was counted. Before freezing, pictures were taken to measure the rosette areas with the ImageJ software [3] . Regarding floral stems phenotyping datasets, the length, the number of cauline leaves, the mass and the diameter at the base of the floral stem were measured. All the samples were frozen at À80 C.
Cell wall purification and sequential cell wall polysaccharide extraction and identification
Cell wall purification was performed using the three independent pools of rosettes or floral stems for each experiment and each ecotype as described [4] .
The sequential extraction of cell wall polysaccharides was performed as detailed in [5] . In summary, 100 mg of a deproteinized cell wall fraction were used. Four successive extractions were carried out to obtain two extracts enriched in pectins (E1 and E2) and two extracts enriched in hemicelluloses (E3 and E4). Each extract was hydrolysed in 2 N TFA for 1 h at 120 C. After 10X dilution in UHQ water, monosaccharides were analysed by High-Performance Anion-Exchange Chromatography coupled to Pulsed Amperometric Detection (HPAEC-PAD; Dionex, Sunnyvale, CA, USA) using a CarboPac 
Cell wall polysaccharide reconstruction
Cell wall polysaccharide reconstruction was performed using formula adapted from [5, 6] and described in Table 1 .
Data organization
The data are provided in four Supplementary files including:
Supplementary file 1: Macrophenotyping data of the five ecotypes at two growth temperatures Table 1 Polysaccharide reconstruction based on monosaccharide analysis data. Arabinose (Ara), Fucose (Fuc), Galactose (Gal), Galacturonic Acid (GalA), Glucose (Glc), Rhamnose (Rha), Xylose (Xyl), molecular mass of GalA 
